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ENTERED 



3 <110> APPLICANT: BAUBET, VALERIE 

4 LE MOUELLIC, HERVE 

5 BRULET, PHILIPPE 

7 <120> TITLE OF INVENTION: CHIMERIC GFP- AEQUORIN AS BIOLUMINESCENT Ca++ REPORTERS 

8 AT THE SINGLE CELL LEVEL 

10 <130> FILE REFERENCE: 03495-0207-00000 

12 <140> CURRENT APPLICATION NUMBER: 09/863,901 

13 <141> CURRENT FILING DATE: 2001-05-24 

15 <150> PRIOR APPLICATION NUMBER: 60/208,314 

16 <151> PRIOR FILING DATE: 2000-06-01 

18 <150> PRIOR APPLICATION NUMBER: 60/210,526 

19 <151> PRIOR FILING DATE: 2000-06-06 

21 <150> PRIOR APPLICATION NUMBER: 60/255,111 

22 <151> PRIOR FILING DATE: 2000-12-14 
24 <160> NUMBER OF SEQ ID NOS :' 48 

26 <170> SOFTWARE: Patentln Ver. 2.1 

28 <210> SEQ ID NO: 1 

29 <211> LENGTH: 432 

30 <212> TYPE: PRT 

31 <213> ORGANISM: Aequorea victoria 
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116 <210> SEQ ID NO: 2 

117 <211> LENGTH: 441 

118 <212> TYPE: PRT 

119 <213> ORGANISM: Aequorea victoria 
121 <400> SEQUENCE: 2 
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